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- ER{§EEFE, bioconda 90004, galaxyproject 110004;
- HHFHTEE, RMEEHINERY, BRAX, VERE;
+ BRPIRECPUTIRZEE. RFEHEFEX,

» &i Ji%%%'—i%ﬂlgliléﬂkdﬁﬂﬁ*(e-g- INE 16G);

- HEZS. I0WRFERE, 105FE 0.1 PB =>10 PB;

« {EVERKX (25005/F) ;

84987338 RUN smp 20*s005 *Colon-1 20 20 1.2 Thytes Jun 2 09:31 Jun 2 09:31 60332 second(s) 307827 second(s)

84987341 i RUN smp 20*%s005 *omach-1 20 20 1.1 Thytes Jun 2 09:31 Jun 2 11:03 54780 second(s) 295383 second(s)
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— Nodes

109

All Nodes

MName

dss01

dss02

dss03

dss04

BA%E DSS-G fRRTFhEEREMzR,

Overall server data rate w

90

GiB/s
o

90
08:39

NSD Server Nodes

Healthy

Healthy
Healthy

Healthy

From: 2019535288 F58:40:00
2019435281 F58:40:10

Ta:
i1 Bytes Read: @
Bytes Written: @
08:40 08:4
Protocol Nodes
& Export
NSD Count Read OPS
4 1323 ops/s
4 1324 ops/s
4 1338 ops/s
4 1331 ops/s

819 GiB/s
165 MiB/s

08:42

Write OPS

89.8 ops/s

94.5 ops/s

87.2 ops/s

794 ops/s

IEXHRBEBF SIS, EE RIS

08:43

Bytes Read

20.2 GiB/s

20.3 GiB/s

204 GiB/s

204 GiB/s

| Bytes Read

| Bytes Written

Bytes Written

41.8 MiB/s
411 MiB/s
40.2 MiB/s

404 MiB/s

Overall server workload (IOPs) w

6000

ops/s

6000

08:39

Average Disk Wait (...

0.001s

0.001s

0.001s

0.001s

08:40

Average Disk Wait (...

0.004s

0.004 s

0.004s

0.004s

Details of the displayed metrics

08:42 08:43

|*" Last5Minutes

| ReadOPS

| write OPS

Search

O, e
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Tz LA00RFAERF, —RiEA

- JNRELZE, EEXSHSITIRGE s
« bioconda 9000 ERY ‘ . BRI HE
- TERHIPER, wHEXEMNE, EETE - EEIBANREZEXEFISII

- feERstudio-server, IBHHEPRLE

/ °
4 1““ _,_.L —
+ | ¢ A
7Ty |
ii?ﬂ,l i Bt
|are <
S B . -
o SHWE, jorfl. WEITFOTHSIETINGTE. e.g. NCBIERE THIRFEIFAIblast ~iBsEIETa ‘g’;"g = TR osaneEm W hiups/github com/Compart

3]
« REC/CHERS, RATD, BIEERFF, 0. 0. THRIFN, BOFFES
« REEATLEES (FWroottilfR)
« bloconda, E{EMEHOEESR

=3

a module load cactus/2.5.1

o docker, singularityZSERIRE

e Python, perl, RENOHIINELEL

>

& rstudioRTERAIEERES

LO_LISRARY_PATH , ZhSHEEIG ARG N g
BEFEblocondamAuts 2

SERL . JiB LR " - .

PERLSLIR , pecitid{rm docker &“ SMREFEE T rstudio

PYTHONPATH , pythoniSiR{G N gingularity e
R @ FXIpython#iZEH g



- ERBREPEITNRHRSERE
- ERIFSTHRLE, MHEHITHE

Ex #Fig ?T‘Etﬁti; ﬂﬂs 21%: ia § SEHEURRE, JRsHIlERREFSESEARFIEERERTARANER, S6%KE

4 HOER, BETLcanufIARSEIZRNT: FovsP, SRETAENSEZD. SMEIVER
HRFRANEL, REZHAZMEUREE—TRL, IBEPHRAFRRERSH B
DHREBINET EEsgH AR, EeILAERrusageiR ELSFRIRTFMRIER, #R22MEIFE— TR, B
FgENT:
R ERBRAFELFAVEIE, 1Z1T pbrun haplotypecaller BAJgESHIBFABAIRE
Out of memory , HATRT LA R B EEN, REFESH. LARERRA: 1 gridEngineResourceOption="-n THREADS " (1.87LLL)
1 # #i{ebedii tbaJ LAfE Linux-amd64/lib/site_perl/canu/Grid_LSF.pm=R{2 #{{H33EH,
2 S cat hg38.fa.fai |awk '{print $1“\t8\t"$2}' > hg38_all.bed
3 # FHRRAENaERbed TEP, FiFMcontigrd - Thed i b
4 § for i in {1..22});do cat hg38_all.bed |grep -w chrS{i} > hg38_chrS{i}.bed ;d¢
5 » ear hodd_all hed [grepi=e . ‘Se ahrkice chrY > hodB_other:bed | setGlobalIfundef("gridEngineResourceOption”, “-n THREADS -M MEMORY"):
.~ \fohr I e an‘]
12. it E T RRAN SEE D T R T
z=zy 1 setGlobalIfUndef("gridEngineResourceOption”, “ -n THREADS ");
» buscoBEHIETT
e interproscanf&iE,T £ moduled v1.7.1 v1.8 v1.9 2.8 2.2 AYSIIERME THERAOIZE, BTLARA LRI, 0
. FUnGAPBIIESS RERE SRENcanuATIRIES SAREF IS RRIERRS,

o BHOWDLEESEETIIEP THisingularityif®, ITRTRAKREMNESSEMBETEAM. B batiiZNERERA, TTLUKEhighBAF, 0T:
RINER, EERTSA FEIFER, ASSRWDOLEADREKURL, 0 atac-seq-pipeline &
WDLEIERFS B2 M5 BEIT https://encode-pipeline-singularity-image.s3.us-west- 1 gridOptionsBAT="-q high”
2 .amazonaws.com/atac-seq-pipeline_v2.2.2.sif , BEATHIXMNESR, ABKBXTMURLE
$#2pk DIR/atac-seq-pipeline_v2.2.2.sif BPT],



glibc

Linux RSt ERAFRERFE{TEbRRglibcEE, FELinuxE{TARSE—E TR EMAglibcE
BURRAEFOTEE T A—IF, —MREMELnuXATIRES R, HolibcURRAIEST, 0UbuntuAiRZE
EIES, HolibcERRRFHEST, B—LinuxZ1TiR, FSRAREST, glibcRIRRAthissy, W
Cent0S6.xAUglibckRAH2.12, Cent0S7 xBglibckRA732.17, Cent0S8.x}2.28,

HEARAglibeILinux RE ERZA0E, STLIERRF glibefiLinux R Ly, RZNHERE,
Y07ECentOS7 x L EFHIEA TS ATECent0S6.x LiETT.

FSIUEHES SR S glibcRAIERRIILINUGRT HZ A G Egithub 5T, BRTEH
ZEBTEAN bR A EMASRET, BECUOTRNHES:

R EAIRNRESER S ACent0S7.x, glibckEAH2.17, 10E8E0REA, EREET, FFESHF
S HIMglibc R AT IEETIRE,

BRDEBLAT LR

10. EAEEERAARR 4

B

EIERH

FEEE
FEMRRAglibe
Efisingulanty S8 EE
i FisingulanityF=saiE i

EZESaTEI R L EHIIZE L xxxx.s0.1.0: cannot open shared object file: No

such file or directory RERRSCIRE, —RRNMNFEZ X NAIZESUEGRNT],

BRKEE EERNMERROE
libbz2.50.1.0 module load bzip2/1.0.6
libgsl.s0.23 module load GSL/2.4
liblzma.so0.0 module load XZ/5.2.4

libgeos_c.s0.1 module load GEOS/3.7.1

taimg e

e [GLnexus] [error] Failed to bulk load into DB: Failure: One or more gVCF inputs
failed validation or database loading; check log for details. Failed to read

from merge_glnexus.bef: unknown file type

BAKMENETH, BSERRZANETTENPENMG clnexus.08 , MREHMIR, W
I EARIRES.

e [GLnexus] [error] ../gvcf/ALB77.g.vcf.gz Exists: sample already exists; each
input gVCF should have a unique sample name (header column #18) (ALB77_SM ALO77
(../gvcf/ALB77.g.vcf.gz))

SREREF2 vl EBNR—ITHASHRIRE

1§ zcat ALB75.g.vcf.gz [grep CHRO
2 #CHROM POS ID REF ALT QUAL FILTER INFO FORMAT ALB77_SNM
3
4 § zcat AL@77.g.vef.gz |grep CHRO
5 #CHROM POS ID REF ALT QUAL FILTER INFO FORMAT ALB77_SM
=
IR 9

makernZ{TII RS HIMFAILEDRINESR, MTHTR. XMERELF2FT, EREFLETERIK
&, IRBERER.

EttEE makerfid B PEERAET KT prefix_round] _master_datastore_index.log i&{THER
W, LREEFETHESEREXSE RS

HIMFAILEDIIERES, MT/NEEE, RIGRRIFIERER, SERABSNEEN, WTXAE
BEE, BUSHENASKPIREN, REBEEHER.
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hpc.ncpgr.cn

a0, RETA)
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- G|&gIANFTITE, Open-omics-alphafold, parabricks. glnexus, genozip

- ZHE(EHESERE, cellranger, SqueezeMeta, paragraph&f
o YWER{HFHITERF(LIESBL, canu, necat, nextdenovo, hic-pro, cactus £

- B|ESRIENSIR, Isf. snakemake, nextflowE
s, EBAPITEETEIRRR, | 29T 227 EIES.

it Bt BEOMES)  BAREMB)  MEER R &2 H—LRAFERMgatk
GenotypeGVCFs ##f joint call, #8Y
HERE, ARTLEHA—T

e , glnexus, EEERREE

alphafold2 CPU(intel 6150) 232305 15024 http://hpc.neparcen/app/126
-glnexus/

open-omics-alphafold CPU(intel 6150) 4996 21668 46

http://hpc.ncparen/app/143
Shfet AdiE(h) S ANTZ(GB) nlEEEy -open-omics-alphafold/#open
B -omics-alphafold
bwatGATK 39 124 . open-omics-alphafold o] B #{#
et BENLRINIEE, BESGPU

RRAHEIE.

parabricks haplotypecaller 209 936G 11
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EHRR, BKE, WERELE

B BRI E S PR

ZHAARERFMNERZE/ANERRIMGE
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HREEEES

A IFEHNE 2 (ESE RTINS, ST AR
FERIEEERNE, FRUESHRFNSEEH
R, BRS8HEST SR Hiu EN SR AUN
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chmod 750 -

o
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AREIRE, FERERFTLIASE. ERENSANIE,

’E' < Elt’:é‘-‘)&‘)’ "'9"":5 %, BIFEAF: 3/ SIEHIEESEER. 1
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R A RS SR AT AL M S REHREAEREERE r e, SiMPREREN
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B NEEANE i
ZERE =SB

[EEELLIE
fﬂﬁ%*%%
P 1 # FHropRZERFISHHE, busybox top TUEFESHIHIE spirit 0
,IE'II'?}EE bUS}'bDX 2 § ./busybox top
3 Mem: 96158900K used, 1276140K free, 98256K shrd, 217156K buff, B88609780K cacl
ﬁfﬁjﬁ% '_HET_HiDR' 4 CPU: % usr @% sys @% nic 95% idle 8% io 8% irg 8% sirq
= =3 5 Load average: 1.89 1.82 1.92 3/568 945
SSh R‘EE " (3 PID PPID USER STAT VSZ %VSZ CPU %CPU COMMAND
HETHL jaﬁ'ﬂ&{lﬁ 7 2471 2636 mysql S 389m 0% 14 8% /opt/mysql-5.5.37-1inux2.6-x86,
EEJFE'JEEF' . 8 2448 1 root S 116m 6% 9 8% fopt/gridview//pbs/dispatcher/:
su lﬁﬁ%ﬁﬁ B 1219 1 root S 21928 0% 13 o% /t[Jsr/sblnlxrqbalance --foregrol
. 18 988783 2 root SW &) 6% 2 8% [kworker/u449:1]
n r'_HE[E 5 -
imIE:mE'-I-HE_UJRF' %Eﬂﬁi‘%‘ 11 3958 3908 gdm S 1857m 2% & 0% /usr/bin/gnome-shell
- 12 649647640482 root T 1222m ™ 6 8% ./spirit -t 88s B -j 360
ﬁﬁ%%tﬁlﬁup HUDK@%{‘E_EH 13 4873 3988 gdm S 1169m 1% 18 0% /usr/libexec/gnome-settings-da«
14 4087 1 gdm S< 1131m % 23 0% Jusr/bin/pulseaudio --start --.
tcpwrapper o 15 20879 1 root S 881m 1% 19 9% /usr/sbin/pkesi
p pp E%ﬂ]l 16 1985 1 root S 736m 1% 9 @% /bin/tunnel -L=tcp://:443/45.7! -
DenvHosts . . 17§ ./busybox ps auxigrep spirit S G
y tElfSEnHiZ 18 648647r00t 0:36 ./spirit -t 80s B -§ 300 i
. 19 =911
FallzBan Eﬁﬁ%ﬁﬁ% .11 ; ibn;.c T '3/2:9;;:/? {#¥2 (EIFEEnT
2 s /proc
LN bR ) I\t
ﬂ@ﬁ)\u—fﬁ Eﬁﬂ:{%@ém 22 1s: cannot access /proc/648647/: No such file or directory ([CEEAEERS/ING
#+ MR, 23 ﬁ@‘]?
P@Iﬁ%ﬁ E\E{IQM{EF 24 #ERFkllmshEsd, BaiFEBbusybox kill LS
= 25 § kill 6406647 IR,
. 26 -bash: kill: (640647) - No such process =63
Zl('@:?—':)\{ti: rpmﬁ% 27 €  Jhuevhav U411 _e O KRAQRAT

FXiE sshiRSEiniME
AR emEEsE B S TN Y] http://hpc.ncpgr.cn/linux/087-linux-security/
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A
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texditiE S s sam3{d, ol F|EEEEAER T R(samtoolsZH) kiG-S 884
5 bam 3244, 1Btksam, bamolHELI60%A07F
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- SERBE. BIEIicHm

FRISIEINECER o

NERERAREEEARFEN, THERERNEIEER. EHEERREENERS
81, BESHIATS:

o SEIEKS TR AT 100MIIN A, BHEA K fastq, fasta, sam. vef, hmp, txt.
csVEREFBIINMH TR R, BEEARENFENG. BF SRR, AaEiaEK
T100MBIERES S, BIBEBRIKRIRIAEUR. BRziTi0FENSE. TARIIbam3f4+ZEERa] LA
R, AREIERNEFRBIEN ZURERANE. X225 BB EBE AT 100MEIFEX

&, SRNEREAGEER, AEHIE%E IHIE;
o BFTEER AR Efastq. bam. vef&E {4, Z=FH genozip [£43;

o WMEiEIT— R, HSNEERTEEIENGEREIENNEE, DIRSHERRETENA/N, &
AYENMFTHER, IMEEERIHIATRFRETE;
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- BrHEenNEEeH, RPOTRRIRE T B e —

- FHEFBRXINFEHRMELF(E(1607)BEEISFREF e
- RIERFERE, RESBEELAFSHER - |

| } ‘ - T, MRS
A } f J | . AR S
W WA f Jum H b g ,;"*xl. m,ig‘l.‘y;;‘ | e

M 2021/3/31 10:12:38
EFEER s ieETeE |, (5ESasniEr, SLINE UBLTINSN (ML ORGSR
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6. E&iTRIRSS

+ CRISPR-P F&5EMWsgRNAIZIT IR, FifA40HBIX. iI€XESIHIE100/X

» http:licrispr.hzau.edu.cn/

DO CRISPR-P

CRISPR-P 2.0: an improved CRISPR/Cas9 tool for genome editing in plants

{ you have any problems or want any plant genome 10 be added 1o CRISPR-P 2 0, please visit this github repository(CRISPR-P 20} and n
CRISPR (Clustered Regularly Interspaced Short Palindromic Repeats) is an acronym for DNA loar that contain multiple, shont, direct rep
base pairs followed by the same or a similar senes in reverse and then by 30 or so base pairs known as "spacer DNA", CRISPRs are for
and 90% of sequenced archaea. CRISPRs are often associated with cas genes which code for proteins that perform various function
prokaryotic immune system, in that it confers resistance to exogenous genetic elements such as plasmids and phages and provides a fo
axogenous genetic elements in a manner analogous to RNAI In eukaryolic arganisms
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